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PCR Fast® BmAMHBAERRHZLF v 50 35 (3131EK1006) 36,000 F %51
Lysis buffer C, Glycogen, Proteinase K, Pproteinase K buffer C, Binding buffer P, Washing buffer P, Elution
buffer P, Spin column, Spin collecting vessel

PCR Fast® E)¥I#E#A #MHZE 50 %4 (3131EK1004) 18,000 F (s:51)
Lysis buffer C, Absorption buffer C, Proteinase K, Pproteinase K buffer C
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JA 3555TG1001 3555TR1001
pork (Sus scrofa, the nuclear transferrin—-mRNA sequence of the pig with 78 bp)

% 3555TG1002 3555TR1002
cattle (Bos taurus, the mitochondrial ATPAse6 gene of cattle with 147 bp)

REEYE 3555TG1003

ruminants (Ruminantia, the nuclear interferon sequence of the ruminants with 77 bp)

HELER 3555TG1004

mammals (Mammalia, the mitochondrial tRNA-Cytochrome bsequence of the mammal with 130 bp)
—JKrY 3555TG1005 3555TR1005
chicken (Gallus gallus, the mitochondrial 12S-rRNA sequence of the chicken with 247 bp)

tES 3555TG1006 3555TR1006
turkey (Meleagris gallopavo, the mitochondrial 16S—rRNA sequence of the turkey with 78 bp)
eIl 3555TG1007

duck (Anas platyrhynochos, the mitochondrial Cytochrome bsequence of the duck with 260 bp)
RELE 3555TG1009

poultry (Aves, the mitochondrial Cytochrome b—sequence with 227 bp)

ey 3555TG1010

sheep (Ovis armeniana, the mitochondrial 12S-rRNA sequence of the sheep with 99 bp)

¥ 3555TG1011

goat (Capra hircus, the mitochondrial Cytochrome b—sequence of the goat with 157 bp)

< 3555TG1012

horse (Equus caballus, the mitochondrial Cytochrome bsequence of the horse with 146 bp)
(foma%a 3555TG1013

rodents (Rodentia, the genome—specific short interspersed elements with 118 bp)

14X 3555TG1014

dog (Canis familiaris, the genome—specific short interspersed elements with 83 bp)

*3 3555TG1015

cat (felis catus, the genome—specific short interspersed elements with 98 bp)

FA)HFTX 3555TG1016

Ictalurus punctatus (identification with 760 bp)

INY 3555TG1017

Pangasius bocourti (identification with 440 bp)

Fr— 3555TG1018

Pngasius hypophthalmus (identification with 205 bp)
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FARX 3560SG1015 3560GR1015
soy (Glycine max, the lectin gene in soy with 121 bp)

a—2 3560SG1016 3560GR1016
maize(Zea mays, the alcohol dehydrogenase 1 gene with 70 bp)

743 3560SG1020

cotton (Gossypium hirsutum, the SAH7 gene in cotton with 115 bp)

oy 3560SG1001 3560SR1001
apricot kernels (Prunus armeniaca, the lipid transfer protein Igene with 103 bp)

IVYIHFIS 3560SG1002 3560SR1002

Sargent cherry (Prunus sargentii,

the gene for lipid transfer protein I with 95 bp)
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